tipped swabbing sticks. Once obtained, the stick was placed in an individual vial, sealed, labeled, and returned to the laboratory. Prior to sample enrichment, 4.6 g of tetrathionate broth base was resuspended in 100 ml autoclaved water and 2 ml iodine solution (6.0 g iodine crystals and 5.0 g potassium iodine in 20 ml autoclaved water). Samples were enriched with ϳ10 ml of tetrathionate broth and incubated at 37°C for 48 h (12) . Culturing occurred by streaking ϳ1 ml of broth on brilliant green (BG) agar plates containing sulfadiazine, with plates being incubated at 37°C for 24 h (26) . Subculturing occurred after initial BG plating to obtain a pure culture. Biochemical tests were conducted on BG suspect isolates to ensure Salmonella presence prior to serotyping. These tests included glucose, lactose, sucrose, maltose, and mannitol (9) . In-house serotyping was conducted using the Kauffmann-White schema (14, 15) .
A homogeneity chi-square analysis was conducted using SPSS for Windows (version 11.0.0) in order to determine whether the sampled amphibian and reptile populations were homogenous with respect to Salmonella occurrence. The same approach was utilized when we determined the homogeneity of Salmonella occurrence among the sampled families within the classes Amphibia and Reptilia.
One hundred fifty-six (92 amphibian and 64 reptilian) samples were collected during 2004 from 34 species (14 salamanders, 6 frogs and toads, 3 turtles, and 11 snakes). Total field work effort equaled ϳ273 man-hours. Overall, 97 of 156 (62.2%) tested positive, with 33 S. enterica serovars being isolated (Tables 1 and 2 ). More specifically, 61 of 64 (95.3%) reptilian samples tested positive, while 36 of 92 (39.1%) amphibian samples tested positive.
Salmonella occurred significantly more in reptiles than amphibians ( 2 ϭ 50.660, P Ͻ 0.0001, df ϭ 1). However, within each vertebrate class, there was no variation in Salmonella occurrence between the different families that were examined. Five amphibian families that were represented included Ambystomatidae, Salamandridae, Plethodontidae, Bufonidae, and Ranidae ( 2 ϭ 8.549, P ϭ 0.073, df ϭ 4). Three reptilian families that were represented included Chelydridae, Emydidae, and Colubridae ( 2 ϭ 0.387, P ϭ 0.824, df ϭ 2). Reptiles had a 95.3% occurrence rate. The reported incidences of Salmonella in reptiles have varied from low to high (16) and most likely vary among all wildlife populations (25) . For example, a recent study (22) reported a 0% occurrence rate in nine species of reptiles, five of which were examined in our study; yet, we report a 95.3% rate in reptiles. Further examination of Salmonella in the reptile community is needed to establish the cause(s) of variation in occurrence both within and between reptile species. Meanwhile, amphibians had a 39.1% occurrence rate, which is lower than that reported by previous studies (2, 10) . However, there is a significant lack of data concerning Salmonella occurrence in the amphibian species sampled in this study, making comparisons difficult, if not impossible. For example, this study is one of the first to examine Salmonella in salamanders. The analysis of salamanders may have lowered the Salmonella occurrence rate in the sampled amphibian population. For instance, only 2 of 18 (11.1%) individuals of the genus Plethodon (n ϭ 18) and no Ambystoma (n ϭ 10) tested positive for Salmonella. This trend is suggestive of a relatively low occurrence rate among salamanders. Further examination of salamander species should be conducted to more fully clarify incidence rates.
The two most common Salmonella serovars isolated from Indiana County herpetofauna, comprising 36.1% of all isolates, were Salmonella enterica serovar Typhimurium and Salmonella enterica serovar Enteritidis. These two serovars are also the most common in the United States, accounting for ϳ50% of all human infections (18) . Our data suggest that both amphibians and reptiles could pose a threat to humans due to the zoonotic capabilities of S. enterica serovar Typhimurium and S. enterica serovar Enteritidis.
While no antibiograms were conducted, they have been reported for some of the serovars isolated from our sampled 
